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The vagal afferent f1bres from the stomach could synapsed with the bodies and dendrites

of parasympathetic preganglionic neurons innervating the stomach within the DNV. It was

also confirmed that the dendrites from the DNV could synapsed:with the vagal sensory

fibres within the Sol. Therefore, it should bz concluded that vago—vagal monosynaptic reflex

arc has two pathways.
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